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Abstract: In this research we examined the automated taxa identification of
benthic macroinvertebrates. Benthic macroinvertebrates play an important role
in biomonitoring. They can be used in water quality assessments. Identification
of benthic macroinvertebrates is made usually by highly trained experts, but
this approach has high costs and, hence, the automation of this identification
process could reduce the costs and would make wider biomonitoring possible.
The automated taxa identification of benthic macroinvertebrates returns to image
classification. We applied altogether 11 different classification methods to the
image dataset of eight taxonomic groups of benthic macroinvertebrates. Wide
experimental tests were performed. The best results, around 94% accuracies, were
achieved when Quadratic Discriminant Analysis, Radial Basis Function network
and Multi-Layer Perceptron were used. On the basis of the results, it can be said
that the automated taxa identification of benthic macroinvertebrates is possible
with high accuracy.
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1 Introduction
Freshwater areas are in a minority position when considered all aquatic environments in
the Globe. Hence, it is important to keep the current freshwater areas in good condition.
Water quality monitoring has gained more and more interest when the environmental issues
have come into the centre in all levels of the society. One way to monitor the water quality
is to use benthic macroinvertebrates. Benthic macroinvertebrates are excellent indicators
of the freshwater ecosystems such as rivers (Riverlife, 2012) and they are suitable for
environmental research as articles Ambelu et al. (2010); Dominguez-Granda et al. (2011);
Hoang et al. (2010); Song et al. (2006), for instance, show. Benthic macroinvertebrates
contain a great variety of organisms which can be seen in their sensitivity towards water
quality. In this research the examined image material consists of only images from EPT
(Ephemeroptera (mayflies), Plecoptera (stoneflies) and Trichoptera (caddiflies)) orders
which are known to be sensitive for water quality changes.
A common way to investigate the water quality is to take water samples and perform a
chemical analysis but this approach only gives a short-term point of view about the condition
of a freshwater ecosystem (Tirronen et al., 2009). Benthic macroinvertebrates instead can
give not only a view of current situation, but also a broader perspective about the changes
in water quality. The life cycle of benthic macroinvertebrates is usually between one to two
years (Tirronen et al., 2009) which supports the use of benthic macroinvertebrates in water
quality assessments. Benthic macroinvertebrates have several advantages, why they should
be used in biomonitoring. Firstly, benthic macroinvertebrates appear in all aquatic habitats
and we know plenty about the consequences of environmental effects to them (Riverlife,
2012). Secondly, benthic macroinvertebrates are relatively immobile, so they express well
localized environmental conditions (Riverlife, 2012). Thirdly, benthic macroinvertebrates
are easy to collect and, thus, they are suitable for experimental purposes (Riverlife, 2012).
Benthic macroinvertebrates are diversed organisms, since there are thousands of
different species of them. A common way to interpret the condition of a freshwater
ecosystem is to present a general measure called taxa richness instead of giving a
complete list of species encountered (Riverlife, 2012). In practice from time to time
benthic macroinvertebrates occur which cannot be identified to a species level which makes
impossible to give an accurate list of species from a specific freshwater ecosystem. Taxa
richness and water quality are connected to each other. If the taxa richness suddenly
decreases, it may indicate that the water quality has gotten worse and something unnatural
might have occurred. On the other hand, if the taxa richness or the number of benthic
macroinvertebrates in several species has increased, it can point out that the water quality
has improved.
Species or more generally taxa identification is a well-defined and specific problem.
Attempts to automate the identification process have encountered problems in practice
such as “It is too costly” or “It is too different” based on Gaston and O’Neill (2004).
Nevertheless, we have tackled the identification problem in the case of automated taxa
identification of benthic macroinvertebrates in our earlier research by applying machine
learningmethod called SupportVectorMachines (SVMs). SupportVectorMachines (Cortes
3and Vapnik, 1995) have become a very popular classification method. SVM was developed
for binary classification, but soon the interest moved to expand SVM to also concern
multi-class cases. Different multi-class extensions were quickly developed and from these
commonly used methods are one-vs-one (OVO) (Hsu and Lin, 2002), one-vs-all (OVA)
(Lorena et al., 2008; Rifkin and Klautau, 2004) and Directed Acyclic Graph Support
Vector Machines (DAGSVM) (Lorena et al., 2008; Jian et al., 2008; Platt et al., 2000).
In Joutsijoki and Juhola (2013); Joutsijoki (2013a) OVO strategy was applied to benthic
macroinvertebrate classification and the problemof tie situations inOVOwas examined. The
OVO strategy was used also in Tirronen et al. (2009); Kiranyaz et al. (2011) for automated
taxa identification of benthicmacroinvertebrates.Moreover, in Joutsijoki and Juhola (2011a)
OVOandOVA strategieswere used in benthicmacroinvertebrate classification and ties were
closely concerned. DAGSVM was applied to the same application with a great success in
Joutsijoki and Juhola (2011b). Lastly, in Joutsijoki (2012, 2013b, 2014) a bit rarely used
variant of multi-class SVMs, the half-against-half strategy (Lei and Govindaraju, 2005),
was used for the benthic macroinvertebrate classification. All these articles showed that
the automated taxa identification of benthic macroinvertebrates is possible to made with a
high accuracy. Furthermore, SVM proved to be a very good choice for the automated taxa
identification of benthic macroinvertebrates. Since the previous researches on this dataset
have focused on mainly the use of SVM, there is a lack of an extensive research where
existing baseline classification methods are examined.
Generally speaking, the automated taxa identification of benthic macroinvertebrates
(Tirronen et al., 2009; Kiranyaz et al., 2011, 2010a,b; Larios et al., 2008; Lytle et al., 2010;
Ärje et al., 2010) is a relatively newapplication compared to applications such as handwritten
digit recognition (Bottou et al., 1994; Liu et al., 2003), text classification (Joachims, 2001;
Mitra et al., 2011) or ECG classification (Bortolan et al., 1991;Mar et al., 2011) for instance.
The research around automated taxa identification of benthic macroinvertebrates has many
advantages. Usually, the identification of benthic macroinvertebrate specimens is made by
highly trained taxonomists. Due to human-made identification costs of identification are
high and the identification is a laborious process. Hence, the automation of the identification
process would cut costs greatly. Often the identification of benthic macroinvertebrates
can be routine work for human experts (Joutsijoki et al., 2014). Thus, the automation
of this process could relieve the workload of taxonomists to solve some other more
specialized problems (Joutsijoki et al., 2014). An automated identification process would
also enable biologists to collect a larger numbers of samples, which is recommended when
benthic macroinvertebrates are used in biomonitoring. However, the need of human-made
identification cannot be totally removed since human expertise is requiredwhen constructing
a training set for the use of classification methods (Joutsijoki et al., 2014).
Identifying benthic macroinvertebrates from images is a demanding task from the
pattern recognition point of view since differences between species or even genera can
be small. There are still some taxonomic groups which are difficult to define even for
taxonomists (Riverlife, 2012), so it makes the problem even harder. Furthermore, the
intra-class variability of the benthic macroinvertebrates can be high and the positions and
sizes of benthic macroinvertebrates may vary in each image. The classification of benthic
macroinvertebrates need to be reliable because, if samples are classified wrong, this can
give a wrong view of the current situation of an aquatic environment.
In this research the goal is to compare different existing classification methods in the
automated taxa identification of benthic macroinvertebrates. Feature extraction, feature
selection and other preprocessing stages of images are left outside of this research.
4Altogether 11 different classification methods are used. These are: k-Nearest-Neighbour
method (with four different measures) (Cover, 1967), Linear Discriminant Analysis (Xie
and Qiu, 2007), Quadratic Discriminant Analysis (Yu and Ekström, 2003), Minimum
Mahalanobis Distance Classifier (Zhang and Zhou, 2003), Classification Tree (Bittencourt
et al., 2003), Multinomial Logistic Regression (Agresti, 1990; Barros et al., 2012), Naïve
Bayes (Huang et al., 2003), K-Means (Jain, 2010), Self-OrganizingMap (Chen et al., 2010;
Kohonen, 1995; Saarikoski et al., 2009, 2011), Multi-Layer Perceptron (Haykin, 1999;
Venkatesh et al., 2003) and Radial Basis Function network (Haykin, 1999; Picton, 2000).
Experiments with Learning Vector Quantization (Kohonen, 1995, 1998) were so poor that
it was left out from this research.
This research has a following structure. In Section 2 the theory of used classification
methods are presented briefly. Section 3 explains the design of experiments, data description
and the experimental results and their analysis. Section 4 concludes the research.
2 Method
2.1 k-Nearest-Neighbour
The k-Nearest-Neighbour (k-NN) method (Duda et al., 2001) is one of the most used
classification methods according to Ougiaroglou et al. (2007) andWu et al. (2008). In k-NN
the classes of k nearest examples are investigated by using some distance measure. The
class label of a new example is defined by the max-win principle. That is, the class having
the most examples within the k-nearest training examples with respect to a new example
assigns the final class label. To decrease the opportunity of a tie, it is a common habit to use
only the odd values of k. There are no any exact rules for choosing the best k value. Thus,
the usual approach is to try different values and to choose the value which gives the best
performance. Another important aspect in k-NN method is the choice of distance measure.
There are numerous alternatives to choose, likewise Euclidean metric
D(x;y) =
s
m
å
i=1
(xi  yi)2;
Cityblock metric
D(x;y) =
m
å
i=1
jxi  yij;
or more general L¥ metric for example. Furthermore, Cosine measure
D(x;y) = 1  x ykxkkyk
and Correlation measure
D(x;y) = 1  (x x)  (y y)kx xkky yk ;
where x and y are the mean vectors are commonly used distance measures in k-NN
classification. In the presentation of the distance measures we assumed that x;y 2 Rm and
the norm in the cosine and correlation measures is Euclidean.
52.2 Quadratic Discriminant Analysis
Let us have a set of classes fc1;c2; : : : ;cNg and let P(ci) denote a priori probability of the
ith class, i= 1;2; : : : ;N (Cios et al., 2007; Ärje et al., 2010). Bayes theorem gives us
P(ci j x) = P(x j ci)P(ci)P(x) =
P(x j ci)P(ci)
åNi=1P(x j ci)P(ci)
; i= 1;2; : : : ;N (1)
where P(x) is the unconditional probability density function for an example x 2 Rm and
P(x j ci) is the class conditional probability density function for class ci (Cios et al., 2007).
Bayes’ classification rule assigns the example using winner-takes-all principle to P(ci j x),
i= 1;2; : : : ;N (Cios et al., 2007).
Based on Cios et al. (2007) Bayes classification rule can be presented by means of
discriminant functions
di(x) = lnP(x j ci)+ lnP(ci); i= 1;2; : : : ;N (2)
where example x follows a multivariate normal Gaussian distribution within each class and
constant P(x) has been neglected. Now the probability density function in the class ci is
P(x j ci) = (2p) 
m
2 jij 
1
2 exp [  12 (x i)T 1i (x i)]; (3)
i= 1;2; : : : ;N;
where i is the mean vector of the ith class feature vector and jij is the determinant of the
ith class covariance matrix (Cios et al., 2007). By substituting Eq. (3) into Eq. (2) and after
eliminating the constant term m2 ln2p we obtain
di(x) = 12 lnjij 
1
2
(x i)T 1i (x i)+ lnP(ci); (4)
when i = 1;2; : : : ;N (Cios et al., 2007). Bayes classifier can now be called Quadratic
Discriminant Analysis (QDA) on the basis of Eq. (4). QDA assumes that i 6=  j when
i 6= j (Cios et al., 2007; Ärje et al., 2010). In the discriminant form a new sample will be
assigned to the class having the greatest discriminant value.
2.3 Linear Discriminant Analysis
Linear Discriminant Analysis (LDA) is a very important special case from Quadratic
Discriminant Analysis (Cios et al., 2007). In LDA we assume that i =, i= 1;2; : : : ;N
(Cios et al., 2007). Then the discriminant function from Eq. (4) can be expressed as follows:
di(x) = 12 lnjj 
1
2
(x i)T 1(x i)+ lnP(ci); (5)
i= 1;2; : : : ;N (Cios et al., 2007):
Dropping out the class independent terms and multiplying the vector-matrix-vector-
product open from Eq. (5) we obtain
di(x) = Ti 
 1x  12Ti  1i+ lnP(ci); (6)
where i = 1;2; : : : ;N (Cios et al., 2007). Equation (6) states now a linear discriminant
function of x. The class i, which has the greatest discriminant value di(x), will be chosen
as a final class for x (Cios et al., 2007).
62.4 Minimum Mahalanobis Distance Classifier
Assume that we have equal covariance matrix determinants for all classes ci, i= 1;2; : : : ;N
and for all classes P(ci) = P (Bohling, 2006; Cios et al., 2007). Since lnP and   12 lnjij
are constants they can be left out from Eq. (4) and we can neglect the constant 12 (Bohling,
2006; Cios et al., 2007). Hence, the discriminant function is
di(x) = (x i)TS 1i (x i); i= 1;2; : : : ;N
according to Bohling (2006); Cios et al. (2007). Now di(x) defines the squaredMahalonobis
distance of x. The classifier selects the class ci for which x is the closest (when dealing with
the Mahalanobis distance) to the mean vector i (Cios et al., 2007). In other words we seek
based on Bohling (2006); Cios et al. (2007)
argmin
i
(x i)T 1i (x i); i= 1;2; : : : ;N:
2.5 Classification Tree
Classification tree (CT) is a general classification method which can be used with numeric
and categorical variables and one of the most well-known algorithm is CART (classification
and regression trees) (Duda et al., 2001) according to Wu et al. (2008). A decision tree
consists of nodes where in each one of them a split is made (Duda et al., 2001). Splits can
be made as a binary decision or multiway decisions but in CART only binary splits is used
(Duda et al., 2001). Construction of a decision tree begins at the root node where the whole
training set is split and in other nodes splitting can be performed recursively and the number
of split is not unambiguously determined (Duda et al., 2001).
The goal is to keep decision tree as simple as possible when constructing it. To achieve
this objective we need to find features which divide the data well and one measure called
impurity can help in this subject (Duda et al., 2001). We define i(A) to denote the impurity
of a node A and we want that i(A) = 0 for all examples that reach the node having the
same class label (Duda et al., 2001). Moreover, we want i(A) to be large, if the classes are
equally represented (Duda et al., 2001). Very often entropy impurity is used as a measure
i(A) =  å jP(c j) log2P(c j); where P(c j) is the fraction of samples at node A that are in
class c j, j = 1;2; : : : ;N (Duda et al., 2001). Another and a more general way to define
impurity is to use Gini’s impurity i(A) = åi 6= jP(ci)P(c j) = 12 [1 å jP2(c j)] that CART
algorithm also uses (Duda et al., 2001).
An important question that arises in the case of classification trees is when to stop
splitting. Cross-validation is a way to avoid overfitting of data which can be encountered if
CT is constructed so that every leaf node corresponds to the lowest impurity (Duda et al.,
2001). Another way is to set a threshold value for impurity or to use statistical significance
testing as a stopping criterion (Duda et al., 2001). Pruning is a relevant topic when CTs
are considered (Duda et al., 2001). In pruning nodes linked to a common antecedent node
are considered for elimination based on (Duda et al., 2001). Any pair whose elimination
decreases the impurity is eliminated and, hence, the common antecedent node becomes a
leaf (Duda et al., 2001). By this means we can simplify the structure of CT and to increase
the generalization ability. After pruning a tree, it is common that it can be unbalanced (Duda
et al., 2001).
7Assigning class labels for the leaves is easy in CT. In the case of complete CT each leaf
corresponds to samples in a single class (Duda et al., 2001). When pruning, for instance,
is used and the leaves have positive impurity, each one of them should be labeled using
majority voting (Duda et al., 2001). Formissing attribute valueswe can evaluate the impurity
at a node A using only present attribute information (Duda et al., 2001). There are also
other methods to handle cases with missing attribute values and more information about
this subject can be found from Duda et al. (2001).
2.6 Multinomial Logistic Regression
Multinomial Logististic Regression (MNLR) belongs to the group of multinomial logit
models and is a generalization of the logistic regression where a response can have only
two values (Agresti, 1990). MNLR can have both categorical and ordinal responses and
the explanatory variables can be continuous or discrete (Agresti, 1990). Let p j(xi) denote
the probability of response j, j = 1;2; : : : ;N, at the ith setting of values of m explanatory
variables xi = (1;xi1;xi2; : : : ;xim)0 (Agresti, 1990). Now the generalized logit model in terms
of the response probabilities is
p j(xi) =
exp(0jxi)
åNh=1 exp(0hxi)
(7)
where ’s are vectors for the regression coefficients (Agresti, 1990). When N = 0, Eq. (7)
obtains the form pN(xi) = (åNh=1 exp(0hxi))
 1(Agresti, 1990). Moreover, we obtain
log

p j(xi)
pN(xi)

= 0jxi; j = 1;2; : : : ;N 1
(Agresti, 1990). Hence, we need N 1 logit equations in order to define response variable
with N 1 classes.
When seeking the maximum likelihood estimates (parameter values which maximizes
this function), we need to maximize the independent multinomial likelihood with respect
to constraint in Eq. (7). By taking logarithm from the multinomial likelihood function we
obtain the log likelihood function L = åNi=1 #i logpi; where #i is the number of responses
in class i (Agresti, 1990). We can find the estimate for log likelihood function by using,
for instance, Newton-Raphson method (Agresti, 1990). More information and details about
MNLR can be found from (Agresti, 1990).
2.7 Naïve Bayes
Assume that we have a set of classes C = fc1;c2; : : : ;cNg and an example x 2 Rm. The
goal is to find class ci, i = 1;2; : : : ;N, which has the highest posterior probability for x.
Naïve Bayes can be derived from the Eq. (1), i.e., Bayes theorem. Because P(ci j x) is
unknown, it must be estimated from the data (Lewis, 1998). Bayes’ theorem recommends to
estimate probabilities P(x j ci), P(ci) and P(x) in order to evaluate P(ci j x) (Lewis, 1998).
However, estimation of P(x j ci) consists of a problem, since x= (x1;x2; : : : ;xm) can include
an arbitrary number of different values (Lewis, 1998). Hence, a following decomposition
is assumed
P(x j ci) =
m
Õ
j=1
P(x j j ci)
8where the feature value x j is statistically independent of any other x j0 when the example x
is from the class ci (Lewis, 1998). Thus, we obtain according to Bayes’ rule the form
P(ci j x) =
P(ci)Õmj=1P(x j j ci)
P(x)
: (8)
In classification problems we choose the class ci for the new sample such that P(ci j x)
is the highest. Equation (8) now defines the Naïve Bayes classifier and the denominator can
dropped out since it is class independent (Lewis, 1998). Thus, we obtain
P(ci j x) = P(ci)
m
Õ
j=1
P(x j j ci):
2.8 K-Means
K-Means algorithm (Cios et al., 2007) is one of the first clustering methods and it has a very
simple basic idea. Assume that we have examples x1;x2; : : : ;xn and xl 2Rm, l = 1;2; : : : ;n
and we are interested in dividing them into c clusters. Before we can represent K-Means
algorithm, we need to define some concepts. Firstly, we need the performance index
Q=
c
å
i=1
n
å
l=1
uilkxl vik2 (9)
where the squared norm is the Euclidean distance between xl and cluster centroid vi (Cios
et al., 2007). Secondly, in the Eq. (9) U = [uil ] is the partition matrix, which assigns the
examples to the clusters and has the property of
uil =

1; if xl belongs to cluster i;
0; otherwise
(Cios et al., 2007). MatrixU satisfies the following two conditions:
0<
n
å
l=1
uil < n; i= 1;2; : : : ;c and
c
å
i=1
uil = 1; l = 1;2; : : : ;n
based on Cios et al. (2007). Our task is to minimize Q and to construct partition matrixU
and a set of cluster centroids.
According to Cios et al. (2007) K-Means algorithm can be represented as follows:
1. Choose randomly one centroid for each cluster. Hence, we have a set of centroids
vi; i= 1;2; : : : ;c.
2. Iterate.
2.1. Construct a partition matrixU such that
uil =

1; if d(xl ;vi) =mini 6= j d(xl ;v j)
0; otherwise:
2.2. Update the centroids by evaluating weighted average
vi =
ånl=1 uilxl
ånl=1 uil
until Q does not change anymore, or until the changes are within acceptable limit.
92.9 Self-Organizing Map
Self-Organizing Map (SOM) (Haykin, 1999; Saarikoski et al., 2009, 2011) is a widely used
clustering method in which the basic idea is to transform an input vector into a one- or two-
dimensional lattice and to make the transform adaptively in a topologically ordered fashion
(Haykin, 1999). Assume that the input space is m-dimensional. Let x= (x1; : : : ;xm)T be an
input vector and w j = (w j1; : : : ;w jm) be the synaptic weight vector of neuron j (Haykin,
1999). After the initialization of a network, there are three processes called competition,
cooperation and synaptic adaptation which are included into SOM algorithm.
Overall, according to Haykin (1999) there are four important properties in SOM:
1. A continuous input space of activation samples.
2. Network topology is normally in the form of one- or two-dimensional lattice of neurons
defining a discrete output space.
3. A time-varying neighborhood function h j;i(x)(t) defined around a winning neuron.
4. A learning-rate parameter h(t) which has the initial value of h0 and decreases when
t ! ¥, but never reaches zero.
For the neighborhood function we define
h j;i(x)(t) = exp

  d
2
j;i
2s2(t)

; t = 0;1;2; : : : ;
where d2j;i = kr j rik2 is the squared Euclidean distance between the position of activated
neuron j and the discrete position of the winning neuron i (Haykin, 1999). Moreover, we
have
s(t) = s0 exp

  t
t1

where s0 is the initial value of the SOM algorithm and t1 is a time constant Haykin (1999).
For the learning parameter h(t) we have
h(t) = h0 exp

  t
t2

; t = 0;1;2; : : : ;
where t2 is another time constant in SOM algorithm (Haykin, 1999).
SOM algorithm can be summarized with five steps according to Haykin (1999):
1. Choose randomly initial values for weight vectors w j(0) such that w j(0) is different
for each j = 1;2; : : : ; l where l is the number of neurons in the lattice. Weight vectors
can also be chosen randomly from the set of input vectors.
2. Take some input vector x 2 Rm from the input space. This vector x represents the
activation sample, which is applied in the lattice.
3. Seek the winning neuron i(x) at the time step t by using criterion
i(x) = argmin
j
kx(t) w jk; j = 1;2; : : : ; l:
10
4. Update the weight vectors of all neurons by the formula
w j(t+1) = w j(t)+h(t)h j;i(x)(t)(x(t) w j(t))
where h(t) is a learning-rate parameter and h j;i(x) is the neighborhood function centred
around the winning neuron i(x). Both of these parameters are dynamically changed
during learning.
5. Repeat the steps 2-4 until the stopping criterion has been reached.
2.10 Levenberg-Marquardt Backpropagation
Levenberg-Marquardt algorithm and the use of it togetherwith backpropagation is one of the
most used training algorithms with Multi-Layer Perceptron (MLP) networks according to
Mohd et al. (2013); Ranganathan (2004). Generally speaking,MLP is feed-forward network
which has an input layer, one or more hidden layers and an output layer (Haykin, 1999). An
input layer is only a passive layer where no computations are made (Kiranyaz et al., 2011).
Hidden layers contain neurons which include nonlinear smooth activation function such as
sigmoid or hyperbolic tangent (Haykin, 1999). The use of a nonlinear activation function
in MLP is important since linear activation function would reduce MLP to a single-layer-
perceptron (Kiranyaz et al., 2011). All elements in an input layer are connected to the first
hidden layer neurons with the corresponding weights. Moreover, hidden layer neurons are
connected with all neurons in the next hidden layer or with the neurons in the output layer
Joutsijoki et al. (2014). Examples on MLP network can be found from Haykin (1999).
Levenberg-Marquardt (LM) backpropagation originates from the optimization theory
given by Levenberg (Levenberg, 1944) and Marquardt (Marquardt, 1963) independently
from each other. LM is an approximation for Newton’s method (Hagan and Menhaj, 1994)
and the starting point for LM is that we have a sum of squares functionV (x) to beminimized
with respect to x which is the vector of network’s parameters (Hagan and Menhaj, 1994).
Newton’s method gives an update formula Dx =  [Ñ2V (x)] 1ÑV (x) where Ñ2V (x) is
Hessian matrix and ÑV (x) is gradient (Hagan and Menhaj, 1994).
However, Hessian matrix and gradient can be approximated as follows: Ñ2V (x) =
JT (x)J(x) and ÑV (x) = JT (x)e(x) where e(x) is a vector of errors and J(x) is Jacobian
matrix (Hagan and Menhaj, 1994). LM backpropagation applies an update formula Dx =
[JT (x)J(x)+ mI] 1JT (x)e(x) where m is a damping factor which is adjusted after every
iteration (Hagan andMenhaj, 1994). According to Hagan andMenhaj (1994) LM algorithm
can be reduced to Gauss-Newton or gradient descent algorithm depending on the choice
of m . Moreover, Jacobian matrix can be evaluated using gradient descent backpropagation
(Hagan and Menhaj, 1994).
2.11 Radial Basis Function Network
Radial Basis Function network (RBFN) was introduced by Broomhead and Loewe (1988).
Compared to MLP, RBFN has a slightly different structure. RBFN has an input layer, one
hidden layer and a linear output layer (Haykin, 1999). Now the neurons in the hidden layer
apply a nonlinear transformation to input signals. A difference to MLP is also that RBFN
has linear weights only between the hidden layer and the output layer (Haykin, 1999). Every
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Figure 1 An example image from each taxonomical group in the dataset. The order of taxonomic
groups from top left to bottom right is BAE, DIU, HEP, PEL, SIL, ISO, RHY and TAE.
neuron in the hidden layer contains a nonlinear activation function. Activation function for
the ith RBF unit is
yi = j
kx mik
s2i

where j is the radial basis function, mi is the center of radial basis function and si is the
width of the peak around the center mi (Haykin, 1999; Kiranyaz et al., 2010b; Picton, 2000).
Often Gaussian basis function is used as an activation function. More information on RBFN
can be found for instance from Haykin (1999); Picton (2000).
3 Experimental Results
3.1 Test arrangements and the data description
Our dataset (1350 images) contains images from eight different taxonomic groups of benthic
macroinvertebrates. These are: Baetis rhodani, Diura nanseni, Heptagenia sulphurea,
Hydropsyche pellucidulla, Hydropsyche siltalai, Isoperla sp., Rhyacophila nubila and
Taeniopteryx nebulosa. Seven of these taxonomic groups were identified to a species level
and one, Isoperla sp., was recognized to a genus level. We will refer to the groups in tables
and in the following text with the abbreviations BAE, DIU, HEP, PEL, SIL, ISO, RHY and
TAE. The corresponding group sizes were 116, 129, 172, 102, 271, 311, 83 and 166. In
Figure 1 there is an example image from each taxonomical group included to the dataset.
In the testing phase we used 10 times 10-fold cross-validation to the dataset. Hence, we
obtained 100 training and test sets. Cross-validation distributionswere selected so that every
training set had as equal number of training examples from every group as possible. The
same cross-validation distributions were used with all classification methods. In the case
of RBF network and Multi-Layer Perceptron we divided every training set into a smaller
training set and validation set. The best configuration and parameter values were selected
according to the mean accuracy of the validation sets. Levenberg-Marquardt algorithm
was used as a training algorithm for MLPs. When the best configuration was found, RBF
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network and Multi-Layer Perceptron were trained again with the full training set (union of
smaller training set and validation set). Finally, RBFN and MLP were tested with the test
sets obtained by cross-validation and a mean of the results was evaluated as a final result.
In RBF network we varied the value of s (width of the Gaussian basis function) from
0:5;1:0;1:5; : : : ;20:0 and the best value ofs was determined according to themean accuracy
of the validation sets. Thus, the step between values of s was 0:5 and we tested altogether
40 different values of s . In addition, the number of neurons was set to 100. Further, mean
squared error goal was 0.0. Moreover, MLP was tested with a single hidden layer and with
two hidden layer configurations. More specifically, we tested MLP with configurations
15 i 8 where i = 1;2; : : : ;15 and 15 i j 8 where i; j = 1;2; : : : ;15. Altogether,
MLP was tested with 240 different configurations. In MLP we set the maximum number of
epochs to 150, performance goal was 0.0 and the target value for gradient was 1.00e-05.
We tested k-NNmethod with four different distance functions: Euclidean and cityblock
metrics and cosine and correlation measures presented in Subsection 2.1. The k-NNmethod
was tested with the odd integers k from 1 to 51 and if a tie situation occurred, it was solved
such that the nearest sample from training set subject to test example assigned the final
class label. In the case of NB normal distribution was used when modeling the data and in
estimating prior probabilities relative frequencies of the classes from the training set was
used. Moreover, LDA, QDA and MMDC are parameter free methods and for MNLR type
of model to fit was nominal.
In the case of CT, where the pruning of trees was made automatically such that the
splitting criterion was 10 or more observations in impure node and the minimal number of
observations per tree leaf was 1. Furthermore, Gini’s diversity index was used as a criterion
for choosing a split and weights for all observations were 1 and surrogated splits at each
branch nodewas not used.Weperformed the classificationwith SOMaltogether for different
43 lattices. The number of neurons varied from 8 to 50 in a lattice. Hexagonal topology was
used and initial neighborhood size was 3. In addition, 200 iterations was used.
K-Means was tested with the cluster numbers ranging from 8 to 100 and squared
Euclidean distance was used as a distance measure and 100 replicates (number of times to
repeat the clustering) was used and empty cluster was treated as an error. Because SOM
is an unsupervised method, we had to define the class tag for each neuron in a lattice.
This was made according to the majority principle where the class tags were determined
based on the number of class members in the neuron. A class having the most samples in a
neuron determined the class tag. Class tags were determined with a similar way inK-Means
and, furthermore, if a tie situation happened when using the majority principle, the closest
sample to the centroid in the cluster determined the final class tag for the cluster.
The dataset had altogether 25 features where 15 of them were selected to this paper.
These features were divided into a geometrical and statistical features (can also be described
as intensity-based features). These features were selected due to the excellent results in
previous researches (see Joutsijoki (2012); Joutsijoki and Juhola (2013); Kiranyaz et al.
(2010a, 2011, 2010b); Ärje et al. (2010)). Features are grayscale features. Geometrical
features included {Area, Perimeter, Width, Height, Feret’s Diameter, Major, Minor,
Circularity} and statistical features included {Mean, Standard Deviation, Mode, Median,
Integrated Density, Kurtosis, Skewness}. According to Joutsijoki et al. (2014) where the
same dataset was examined the features used can be defined as follows:
1. Area is the size of the mask in square pixels.
2. Perimeter is the length of the outside boundary of the mask.
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3. Width and Height are the width and height of the smallest rectangle enclosing the
object in mask.
4. Feret’s Diameter is the longest distance between any two point inside the sample.
5. Major andMinor are the length of primary and secondary axis of the best fitting ellipse.
Furthermore, in mask ellipse has the 0th, 1st and 2nd image moments.
6. Circularity is 4p AreaPerimeter2 .
7. Mean is the average gray value within the object.
8. Standard deviation is the variation of average gray value.
9. Mode is the most frequent gray value occurred in the object.
10. Median is the centermost value of the pixels in the object when the pixel values from
the selection are ordered to a vector in increasing order.
11. Integrated Density is the sum of the gray values of a selection.
12. Kurtosis and Skewness are the fourth and the third standardizedmoment of the intensity
values of a selection.
Other 10 features which are not used in this paper and they are included to the dataset
are: Min, Max, XM, YM, X, Y, BX, BY, Angle, Area Fraction. More accurate information
about these features and the ImageJ program can be found from ImageJ (2014). Before
presenting the data to the classifiers, the columns of dataset were standardized to have zero
mean and unit variance. We did not make any other transformations such as scaling the
features into intervals [ 1;1] or [0;1], because we wanted to keep the classification process
as natural as possible. Every transformation moves the data farther from the input space and
makes the analysis of results harder to understand with respect to original data. About the
preprocessing stage of the data, i.e., how the features were extracted from the images and
how the scanning of the benthic macroinvertebrate were made can be found from Joutsijoki
et al. (2014); Ärje et al. (2010). All the tests were made with Matlab 2010b together with
Statistics Toolbox, Neural Network Toolbox and Bioinformatics Toolbox of Matlab. Tests
were performed using laptop having Pentium i7-2630QM, 2.0GHz processor and Win7
operating system with 16GB of memory.
3.2 Results
In the result tables the boldfaced numbers in the diagonal are the classification rates (also
known as sensitivity or true positive rate). Moreover, the rows of the results tables indicate
the true classes and the columns indicate predicted classes. Because the group sizes vary,
the contents of tables are not symmetric. In the case of k-NN we present the classwise
classification rates with all k values used andwe do not present the completemean confusion
matrices. Accuracies were determined by evaluating the trace of a confusion matrix (not
changed into percentages) divided by the sum of the elements in a confusion matrix.
Equations and definitions of accuracy and classification rate (sensitivity) can be found from
Cios et al. (2007). Moreover, in Table 11 we present the standard deviations of classification
rates with different classification methods used. In the case of k-NN standard deviations are
presented in a graphical form in Figures 2 and 3. Other metrics such as F1 score, area under
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ROC curve or Matthews correlation coefficient were not used in this research because we
are interested in only classification rates and accuracies and other measures do not bring any
essential new information from the application point of view. Measures used are adequate
for the research because accuracy can be used to compare classification methods with the
human-made taxa identification accuracy and classification rate (sensitivity) explains which
taxonomical groups are difficult to identify.
Firstly, we consider the results of k-NN. Figures 2 and 3 shows interesting results. The x
axis presents the specific k value and the y axis is the corresponding classification rate with
the k value. Class BAEwas identified with all measures very well and the classification rates
were similar with all measures. Generally, the level of classification in BAE was around
90%with all measures. A small increase to the classification rates camewith correlation and
cosine measures when k> 20. The second class, class DIU, was classified nearly perfectly
with all measures. The same tendency continued although the k value was increased. Class
HEP had a bit different kind of curves with the classification rates. Now for the first time, we
obtained clear differences between the measures. Euclidean and cityblock measures were
the best ones in the case of class HEP. Both of them obtained the best classification rates
with small k values, likewise k = 1;3;5. The best classification rate was obtained when
k= 1. Classification rates decreased when the k value became larger and this occurred with
all measures. The order of the measures was that Euclidean and cityblock measures were
the best ones. The third was cosine measure and the poorest results were achieved with
correlation measure. The interval, in which the results spread, was quite wide since the best
classification rate was above 90% and the lowest classification rate was around 50%.
For class PEL, classification rates formed interesting curves. All measures achieved
similar results with all k values. When k= 1, classification rates were as their highest being
nearly 100% and after that the classification rates decreased almost linearly until for k> 11
the classification rates stabilized with all measures to a level of around 80%. Class SIL again
obtained very good results and the level of classification remained steady being within the
interval of 90%-100%. The change of a distance did not bring any crucial differences to the
results. Compared to the classes earlier analyzed, SIL managed likewise BAE and DIU. In
class SIL correlation and cosine measures were slightly worse than Euclidean and cityblock
measures but the differences were minimal. The next taxonomical group was Isoperla sp.
(identified only to a genus level). Class ISO managed from the classification relatively well
except with the correlation measure which obtained about 20% lower classification rates
with every k value compared to other measures used. An interesting detail is that cosine
measure achieved the highest classification rates when k > 7. Otherwise, Euclidean and
cityblock measures were equally good and the results were above 90%.
ClassRHYobtained very different results compared to the previous taxonomical groups.
Now the diversity of the results was wider than before. A noticeable detail is that class
RHY is the smallest taxonomical group in the data. With small k values Euclidean metric
and cityblock and cosine measures obtained similar results, whereas for larger k value the
results with cosine measure dropped dramatically. Classification rates with Euclidean and
cityblock measures remained similar despite k value, but the general trend was downwards,
when k value was increased. In the beginning the results with correlation measure were
the poorest, but when k > 35 the roles between correlation and cosine measures changed.
Then the classification rates with correlation measure were higher than with cosine. The
drop in the classification rates when using cosine was significant. The highest results were
achieved when k = 1, and it was then above 90%. On the contrary the lowest classification
rate was obtained when k = 51, and it was then below 40%. The last class to analyze in
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Figure 2 Classification rates and standard deviations (%) when k-NN used with different k values
and measures in classes BAE, DIU, HEP and PEL.
16
5 10 15 20 25 30 35 40 45 50
0
10
20
30
40
50
60
70
80
90
100
k values
Pe
rc
en
ta
ge
s
Classification rates in class SIL (%)
 
 
Euclidean
Cityblock
Correlation
Cosine
5 10 15 20 25 30 35 40 45 50
0
2
4
6
8
10
12
14
16
18
20
k values
Pe
rc
en
ta
ge
s
Standard deviations in class SIL (%)
 
 
Euclidean
Cityblock
Correlation
Cosine
5 10 15 20 25 30 35 40 45 50
0
10
20
30
40
50
60
70
80
90
100
k values
Pe
rc
en
ta
ge
s
Classification rates in class ISO (%)
 
 
Euclidean
Cityblock
Correlation
Cosine
5 10 15 20 25 30 35 40 45 50
0
2
4
6
8
10
12
14
16
18
20
k values
Pe
rc
en
ta
ge
s
Standard deviations in class ISO (%)
 
 
Euclidean
Cityblock
Correlation
Cosine
5 10 15 20 25 30 35 40 45 50
0
10
20
30
40
50
60
70
80
90
100
k values
Pe
rc
en
ta
ge
s
Classification rates in class RHY (%)
 
 
Euclidean
Cityblock
Correlation
Cosine
5 10 15 20 25 30 35 40 45 50
0
2
4
6
8
10
12
14
16
18
20
k values
Pe
rc
en
ta
ge
s
Standard deviations in class RHY (%)
 
 
Euclidean
Cityblock
Correlation
Cosine
5 10 15 20 25 30 35 40 45 50
0
10
20
30
40
50
60
70
80
90
100
k values
Pe
rc
en
ta
ge
s
Classification rates in class TAE (%)
 
 
Euclidean
Cityblock
Correlation
Cosine
5 10 15 20 25 30 35 40 45 50
0
2
4
6
8
10
12
14
16
18
20
k values
Pe
rc
en
ta
ge
s
Standard deviations in class TAE (%)
 
 
Euclidean
Cityblock
Correlation
Cosine
Figure 3 Classification rates and standard deviations (%) when k-NN used with different k values
and measures in classes SIL, ISO, RHY and TAE.
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Table 1 Results (%) when Linear Discriminant Analysis used. The rows of the results tables
indicate the true classes and the columns indicate predicted classes.
BAE DIU HEP PEL SIL ISO RHY TAE
BAE 94.2 0:0 0:0 0:0 5:8 0:0 0:0 0:0
DIU 0:0 92.7 6:9 0:0 0:4 0:0 0:0 0:0
HEP 1:2 5:7 78.5 0:0 14:6 0:0 0:0 0:0
PEL 0:0 0:0 0:0 82.4 0:0 2:9 14:7 0:0
SIL 3:0 0:0 3:9 0:0 93.1 0:0 0:0 0:0
ISO 0:0 0:0 0:0 0:0 0:3 90.2 0:0 9:5
RHY 0:0 0:0 0:0 0:0 0:0 0:0 100.0 0:0
TAE 0:0 0:0 0:0 0:0 0:0 7:7 0:0 92.3
k-NN results was TAE. TAE was the only class which did not exceed 90% classification
rate with any k value or distance measure. The results of TAEwere dichotomous. Euclidean
and cityblock metrics remained within 70%-80% interval when the results with correlation
and cosine were located in the interval of 50%-70%. Classification rates of these measures
did not alter despite the increment to the k values. When considering all classes together,
we noticed that the smaller k values were better than the larger k values. Especially when
k = 1 almost every class obtained the highest classification rate.
Results, when Linear Discriminant Analysis (LDA) was applied to the benthic
macroinvertebrate classification, can be seen from Table 1. LDA proved to be a good choice
as the results showed. Altogether six classes from eight possible were classified above 90%
classification rate. The smallest class RHY was classified perfectly and this can mean that
the class RHY could be a totally separate cluster in the input space compared to the other
taxonomical groups. From the first and the third row of Table 1 it can be seen that the
majority of the misclassified samples of the classes BAE and HEP were located to the class
SIL. Moreover, nearly 15% of the misclassified samples of class PEL were identified as
class RHY samples. Classes HEP and PEL were the hardest classes to classify and these
two classes were the only ones which remained below 90% classification rates. In the case
of class ISO nearly all misclassified samples were classified as class TAE samples and
nearly 8% of TAE samples were identified incorrectly to class ISO. Overall, LDA classified
well the benthic macroinvertebrate samples and the highest number of classes where the
misclassified samples were spread was three and this happened in the case of class HEP
which had also the lowest classification rate.
In Table 2 there are the results given by Minimum Mahalanobis Distance Classifier
(MMDC). MMDC achieved very good classification rates in seven classes. Class SIL was
the only class having below 90% classification rate. It obtained around 83% classification
rate and the misclassified points of class SIL spread among classes BAE, DIU and HEP.
From these classes BAE andHEPwere the same as in the results of LDA. Classes DIU, HEP
and SILwere identifiedwith nearly perfect score. Therewas a significant improvement, over
16%, in classes HEP and PEL compared to the corresponding results in Table 1. Moreover,
in class RHY the classification rate decreased nearly 10% from LDA results being now a
bit over 90%. Moreover, all misclassified points were located in class PEL. In classes ISO
and TAE all misclassified samples were identified to the same classes as in LDA results and
these classes were classified better than in Table 1.
Next we have the results of Quadratic Discriminant Analysis (QDA) in Table 3. An
interesting detail is that the class TAE had identical results than in Table 2. Furthermore, in
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Table 2 Results (%) when Minimum Mahalanobis Distance Classifier used. The rows of the results
tables indicate the true classes and the columns indicate predicted classes.
BAE DIU HEP PEL SIL ISO RHY TAE
BAE 94.5 0:0 1:0 0:0 4:5 0:0 0:0 0:0
DIU 0:0 97.3 2:7 0:0 0:0 0:0 0:0 0:0
HEP 0:0 0:4 99.0 0:0 0:6 0:0 0:0 0:0
PEL 0:0 0:0 0:0 99.0 0:0 0:0 1:0 0:0
SIL 2:3 2:0 13:1 0:0 82.6 0:0 0:0 0:0
ISO 0:0 0:0 0:2 0:0 0:0 92.3 0:0 7:5
RHY 0:0 0:0 0:0 9:6 0:0 0:0 90.4 0:0
TAE 0:0 0:0 0:0 0:0 0:0 4:6 0:0 95.4
Table 3 Results (%) when Quadratic Discriminant Analysis used. The rows of the results tables
indicate the true classes and the columns indicate predicted classes.
BAE DIU HEP PEL SIL ISO RHY TAE
BAE 96.6 0:0 0:8 0:0 2:6 0:0 0:0 0:0
DIU 0:0 97.1 2:5 0:0 0:4 0:0 0:0 0:0
HEP 0:0 0:2 94.5 0:0 5:3 0:0 0:0 0:0
PEL 0:0 0:0 0:0 98.6 0:0 0:0 1:4 0:0
SIL 6:5 1:6 3:4 0:0 88.5 0:0 0:0 0:0
ISO 0:0 0:0 0:0 0:0 0:0 92.0 0:0 8:0
RHY 0:0 0:0 0:0 2:7 0:0 0:0 97.3 0:0
TAE 0:0 0:0 0:0 0:0 0:0 4:6 0:0 95.4
the rest of the classes, except class DIU, themisclassified sampleswere classified identically
into the sameclasses as inTable 2. Thismight stem from the reason thatQDAandMMDCare
related to each other in theoretical sense. QDA obtained, generally speaking, better results
than LDA or MMDC. More closely considered QDA obtained above 95% classification
rates in six classes. The only exceptions were classes SIL and ISO. When compared to
MMDC results, improvements were achieved in classes RHY and SIL and the greatest
decrease in classification rates was in class HEP which was classified into MMDC results
with nearly perfect score.
Table 4 shows the results when Classification Tree method (more specifically CART
algorithm) was applied. Compared to the previous tables we can notice immediately a
phenomenon that therewasmuchmore diversity in the results than before. Firstly, amajority
of the classes obtained below 90% classification rates. Secondly, the misclassified samples
were spread into more classes than in Tables 1-3. We still got some similarities with the
previous tables. Firstly, themajority of themisclassified samples in classHEPwere classified
into class SIL as in Tables 1 and 3. Secondly, the classes of misclassified samples in classes
ISO and TAEwere the same as in Tables 1 and 3. Thirdly, nearly 8%of the class SIL samples
were identified as class HEP members and this confusion was also in the results of MMDC.
When considering the diagonal elements of Table 4 it can be noticed that class TAE was
identified below 80% classification rate and this result was the lowest classification rate
hitherto. Classes DIU and PELwere the only ones which rose above 90% classification rate.
Also, classes BAE, SIL and ISO obtained nearly identical classification rates. Although the
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Table 4 Results (%) when Classification Tree used. The rows of the results tables indicate the true
classes and the columns indicate predicted classes.
BAE DIU HEP PEL SIL ISO RHY TAE
BAE 85.4 0:0 1:6 1:0 5:9 3:4 0:0 2:7
DIU 0:0 95.8 1:3 0:0 2:9 0:0 0:0 0:0
HEP 0:3 0:8 80.2 0:3 11:8 1:2 2:9 2:5
PEL 2:0 0:0 1:9 91.6 0:8 2:2 1:4 0:1
SIL 1:7 0:8 7:6 0:6 85.3 1:7 0:0 2:3
ISO 1:4 0:0 1:2 0:5 2:4 85.8 0:6 7:9
RHY 0:0 0:0 5:3 3:6 0:4 3:0 87.4 0:3
TAE 1:4 0:0 3:0 0:0 3:3 14:8 0:2 77.3
Table 5 Results (%) when Naïve Bayes used. The rows of the results tables indicate the true
classes and the columns indicate predicted classes.
BAE DIU HEP PEL SIL ISO RHY TAE
BAE 93.1 0:0 0:0 0:0 1:7 2:6 0:0 2:6
DIU 0:0 97.0 3:0 0:0 0:0 0:0 0:0 0:0
HEP 1:7 4:0 66.1 0:0 26:1 0:9 0:0 1:2
PEL 3:0 0:0 0:0 82.4 8:8 0:0 5:8 0:0
SIL 13:1 1:2 6:1 0:4 76.6 1:4 0:0 1:2
ISO 8:2 0:0 0:6 0:0 1:3 74.0 0:0 15:9
RHY 2:9 2:1 0:1 7:0 8:5 5:1 62.1 12:2
TAE 2:4 0:0 3:0 0:0 0:0 15:6 0:0 79.0
general level of the results decreased from the previous ones, the results were still reasonably
good.
Next we had the results of the Naïve Bayes (NB) method. At the first sight we can notice
that only two classes, classes BAE and DIU, had above 90% classification rate, which can
be thought as a limit for very good result. Especially, class DIU with 97% identification
was a high-class result. Moreover, only class PEL together with the aforementioned ones
reached above 80% classification rate. The rest of the classes remained below 80%. Classes
HEP and RHYwere classified around 62% and 66% classification rates. These results were
the lowest ones. Classes SIL and ISO were identified with very close results to each other.
The analysis of the misclassified samples is again an important thing. From Table 5 it can
be seen the same phenomenon as from Tables 1, 3 and 4: a great number of the misclassified
samples in class HEP were classified as class SIL members. Furthermore, a majority of the
misclassified samples in class ISO were located to class TAE and the same in vice versa.
Overall, NB did not contrive very well from the classification compared to the previous
classification methods.
Multinomial Logistic regression (MNLR) is never before used in the benthic
macroinvertebrate classification. Results from Table 6 showed that MNLR was a relatively
good choice for this classification problem. There were three classes, HEP, RHY and TAE,
having below 90% classification rate. Now the best class was SIL recognized with nearly
96% classification rate and, also, DIU was identified very well since the classification rate
achieved nearly 95%. Table 6 indicated that misclassified samples from classes BAE, DIU,
HEP and PEL spread into exactly the same classes as in Table 1 where LDA was used.
20
Table 6 Results (%) when Multinomial Logistic Regression used. The rows of the results tables
indicate the true classes and the columns indicate predicted classes.
BAE DIU HEP PEL SIL ISO RHY TAE
BAE 92.2 0:0 0:0 0:0 7:8 0:0 0:0 0:0
DIU 0:0 94.7 3:8 0:0 1:5 0:0 0:0 0:0
HEP 1:5 1:2 83.6 0:0 12:7 0:0 0:0 1:0
PEL 0:0 0:0 0:0 92.6 0:0 3:2 4:2 0:0
SIL 0:8 0:2 3:1 0:0 95.8 0:0 0:0 0:1
ISO 0:0 0:0 0:0 0:6 0:0 92.8 0:0 6:6
RHY 0:0 0:0 0:0 4:4 0:0 5:7 89.9 0:0
TAE 2:2 0:0 0:0 0:5 0:0 15:2 0:4 81.7
Furthermore, the tendency that the majority of the wrong classified samples from class ISO
were identified as TAEmembers and vice versa, happened again. This phenomenon can also
be seen from the result tables in article Joutsijoki and Juhola (2013) where SVM together
with one-vs-one method was applied to the benthic macroinvertebrate classification.
The first clustering method applied to the benthic macroinvertebrate classification was
K-Means and the corresponding results can be seen in Table 7. This table was achieved by
using 100 clusters. Results with K-Means were promising but they did not manage to win
LDA,QDAorMMDC results. The results were comparable with the obtained Classification
Tree results. Now there were three classes (DIU, PEL and SIL) which gained classification
rates over 90%. Otherwise, the classification rates remained to 80%-90% except with class
HEP, which achieved below 80% classification rate and class TAE having below 70%
classification rate. The samephenomenonoccuredwith themisclassified examples of classes
BAE, HEP, ISO and TAE as in many previous result tables. Compared to the results in Table
4, the diagonal entries of classes BAE, DIU, ISO and RHY were quite close to each other.
Moreover, in both methods class TAE was identified with the lowest classification rate. A
noticeable detail was that class RHY was classified quite well, although it was the smallest
class in the dataset.
Another clustering method used in the benthic macroinvertebrate classification was
SOM and the corresponding results can be seen from Table 8. The results showed similar
behavior as in Table 7. Now classes DIU and SIL obtained over 90% classification rates.
Classes ISO and TAE were classified in the same way. When considering the misclassified
samples, we noticed the similar phenomena in the classes BAE, HEP, ISO and TAE as
before.Moreover, we obtained similarity betweenK-Means and SOMwhen examinedmore
closely misclassified samples in class RHY. The majority of these samples were located to
class ISO. So, we obtained generally interesting patterns, how some of the classes interfere
with each other despite the classification method. Overall, SOM achieved a bit worse results
than K-Means. There were two classes below 80% classification rate and one class yielded
below 70% classification rate. The class with the lowest result was the same as in Tables 4,
6 and 7.
The last two result tables considered artificial neural networks and the first one of
them was Multi-Layer Perceptron. Compared to the previous result tables we obtained a
significant improvement to the results. The results of QDA in contrast to Table 9 are similar
since in both cases the results are very good. Class TAE was the only class having below
90% classification rate and it was 89.6% result. In a misclassified sample analysis there did
not happen any dramatic changes. Classes DIU, PEL, SIL and ISO were identified above
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Table 7 Results (%) when K-means with 100 clusters used. The rows of the results tables indicate
the true classes and the columns indicate predicted classes.
BAE DIU HEP PEL SIL ISO RHY TAE
BAE 84.6 0:0 0:3 0:0 14:1 0:0 0:0 1:0
DIU 0:0 94.7 3:4 0:0 1:9 0:0 0:0 0:0
HEP 1:6 1:1 77.9 0:0 18:7 0:6 0:0 0:1
PEL 0:1 0:0 0:3 90.8 2:5 3:1 3:1 0:1
SIL 2:8 0:1 5:3 0:2 91.1 0:5 0:0 0:0
ISO 0:0 0:0 0:0 0:3 1:4 83.8 1:9 12:6
RHY 0:0 0:0 1:0 2:8 0:0 10:3 85.5 0:4
TAE 0:7 0:0 0:0 0:4 0:2 29:6 0:3 68.8
Table 8 Results (%) when Self-Organizing Map with 50 clusters used. The rows of the results
tables indicate the true classes and the columns indicate predicted classes.
BAE DIU HEP PEL SIL ISO RHY TAE
BAE 80.1 0:0 0:2 0:0 18:7 0:0 0:0 1:0
DIU 0:0 92.5 6:2 0:0 1:3 0:0 0:0 0:0
HEP 1:2 1:7 72.1 0:0 23:4 1:0 0:0 0:6
PEL 1:3 0:0 0:2 83.4 3:0 4:9 7:2 0:0
SIL 1:8 0:2 5:4 0:0 92.2 0:3 0:0 0:1
ISO 0:0 0:0 0:0 0:0 1:8 84.9 1:3 12:0
RHY 0:0 0:0 1:0 1:7 0:0 16:2 79.8 1:3
TAE 0:7 0:0 0:0 0:0 0:1 30:7 0:2 68.3
95% classification rates which is always a noticeable detail. Compared to Table 3, the results
contained some individual differences. Firstly, the first four classes were classified better
than with QDA, but classes SIL and ISO were, on the contrary, classified better with MLP.
Especially, in the case of class SIL the difference was significant being nearly 8%. The last
two classes were again recognized better with QDA.
The last classification method was RBF networks which achieved results at quite the
same level as MLP did. Class TAE was the worst class to identify as in Tables 4, 6, 7
and 8. Misclassified samples of the classes BAE, HEP, ISO and TAE were located in the
similarmanner as before. Compared to Table 9 individual differences appeared. The greatest
improvement happened in class RHY where RBF network classified it nearly 4% better
than MLP. The other, but smaller, improvements occurred in classes BAE, HEP and SIL.
Classes DIU and PEL were recognized quite evenly with both ANN methods. Class TAE
was identified worse with RBF network than MLP. Overall, the results of RBF network
were similar to the QDA results.
From Figure 4 we can see the accuracies and standard deviations of the k-NN method
with different k values and measures. Cityblock and Euclidean measures were very close to
each other with all k values, but cityblock was little better than Euclidean measure. The best
accuracy was obtained with the cityblock measure together with k= 1 being a bit over 90%.
Cosine measure was below Euclidean measure all the time but it still achieved relatively
good results. The poorest results were obtained with the correlation measure, which had
over 80% accuracy as its best. A common fact for measures was that the increase in k value
decreased the accuracy. Overall, it can be said that k= 1 is the best k value for this dataset.
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Table 9 Results (%) when Multi-Layer Perceptron with configuration 151578 used. The
rows of the results tables indicate the true classes and the columns indicate predicted
classes.
BAE DIU HEP PEL SIL ISO RHY TAE
BAE 93.4 0:0 0:8 0:0 5:2 0:3 0:1 0:2
DIU 0:2 95.9 1:7 0:0 1:4 0:1 0:4 0:3
HEP 1:3 0:5 92.6 0:0 4:9 0:2 0:1 0:4
PEL 0:1 0:0 0:4 95.8 0:1 0:4 3:1 0:1
SIL 1:3 0:5 2:1 0:0 96.0 0:0 0:0 0:1
ISO 0:1 0:0 0:1 0:0 0:1 95.3 0:2 4:2
RHY 0:0 0:0 0:3 6:0 0:0 1:2 92.2 0:3
TAE 0:0 0:0 0:4 0:0 0:1 9:8 0:1 89.6
Table 10 Results (%) when RBF network with s = 3:0 used. The rows of the results tables
indicate the true classes and the columns indicate predicted classes.
BAE DIU HEP PEL SIL ISO RHY TAE
BAE 90.7 0:0 0:0 0:0 9:3 0:0 0:0 0:0
DIU 0:0 96.0 2:5 0:0 1:5 0:0 0:0 0:0
HEP 1:7 0:0 90.7 0:0 7:0 0:0 0:0 0:6
PEL 0:0 0:0 0:0 96.3 1:0 1:5 1:2 0:0
SIL 0:6 0:3 1:0 0:0 98.0 0:1 0:0 0:0
ISO 0:0 0:0 0:0 0:3 0:0 94.0 0:0 5:7
RHY 0:1 0:0 0:0 2:5 0:0 1:4 96.0 0:0
TAE 0:0 0:0 0:0 0:0 0:0 12:7 0:0 87.3
Table 11 Standard deviations of classification rates (%) with different classification methods.
BAE DIU HEP PEL SIL ISO RHY TAE
LDA 7:1 6:5 9:2 3:9 4:2 5:4 0:0 5:7
MMDC 7:0 3:8 2:3 2:9 7:0 4:6 11:1 4:4
QDA 5:2 3:8 4:8 3:4 4:9 4:8 5:3 4:3
CT 9:9 4:6 10:0 6:7 7:7 6:0 11:5 9:0
NB 7:7 3:7 9:0 3:9 6:1 6:9 10:2 7:4
MNLR 8:1 5:3 9:5 6:5 3:5 4:0 10:0 8:0
K-Means 9:6 6:1 10:8 7:1 5:3 6:9 10:5 12:4
SOM 11:3 7:4 12:0 4:7 4:8 7:6 11:9 11:8
MLP 6:9 6:0 6:1 6:2 3:8 3:1 13:7 7:5
RBFN 9:0 4:7 7:3 4:8 2:8 4:3 6:9 6:7
Table 12 Obtained mean accuracies (%) and their standard deviations with different classification
methods.
Method Accuracy Method Accuracy
LDA 90:12:1 MMDC 92:62:0
QDA 93:71:8 CT 85:42:7
NB 77:82:5 MNLR 90:82:3
K-means (100 clusters) 84:43:1 SOM 82:63:0
RBFN 93:71:9 MLP 94:12:0
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Figure 4 Accuracies and their standard deviations (%) with different k values and used measures.
Table 13 Approximate running times (in seconds) for testing with the optimal parameter values.
Method Running time Method Running time
LDA 0:3 MMDC 0:4
QDA 0:4 CT 7:7
NB 1:1 MNLR 2241
K-means (100 clusters) 2450 SOM 243
RBFN 442 MLP 1250
k-NN (Euclidean and k = 3) 0:7 k-NN (Cityblock and k = 1) 0:6
k-NN (Correlation and k = 1) 0:7 k-NN (Cosine and k = 3) 0:7
From Table 12 the obtained mean accuracies of the 10 different classification methods
can be seen. The analysis of Tables 1-10 can be confirmed with the observations in
Table 12. Naïve Bayes obtained the lowest accuracy among all classification methods.
Self-Organizing Map, K-Means and Classification Tree (CT) obtained mean accuracies
close to each other, whereas CT achieved the highest score. The rest of the classification
methods reached above 90% accuracy. LDA and MNLR had less than 1% difference
between their accuracies. Moreover, QDA and RBF network obtained the same accuracy
and their difference to the best classification method, Multi-Layer Perceptron, was only
0.4%. Although QDA, RBF network and MLP achieved very good results together with the
high accuracies, they did not manage to beat SVM together with one-vs-one method, which
obtained above 96% accuracy with 15D features in Joutsijoki and Juhola (2013). Finally,
Table 13 shows the approximated running times with the optimal parameter values.
4 Conclusion
In this research we examined the automated taxa identification of benthic
macroinvertebrates. This application is an infrequently researched area. In this research we
applied altogether 11 different classification methods consisting of both unsupervised and
supervised methods. The dataset included 25 features from which 15 were selected to the
classifications. These features were the same as used in Joutsijoki and Juhola (2013, 2011b);
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Joutsijoki (2012); Kiranyaz et al. (2010a, 2011, 2010b); Tirronen et al. (2009); Ärje et al.
(2010) and they are the union of geometrical and statistical features.
Wemade extensive experimental tests where k-NNwas tested with 26 different k values
and with four different measures. Moreover, the tests with K-Means were repeated with 93
different K values. Self-Organizing Map was tested with 43 different numbers of neurons
and RBF network with 40 different values of s . Finally, Multi-Layer Perceptrons were
tested with configurations 15 i8, when i = 1;2; : : : ;15 and 15 i j8, when i; j =
1;2; : : : ;15. Altogether MLP was tested with 240 different configurations.
The obtained results were good. Many of the classification methods reached above
90% accuracy. Especially, Quadratic Discriminant Analysis, RBF network, Multi-Layer
Perceptron and Minimum Mahalanobis Distance Classifier showed their power in the
classification. MLP achieved the best mean accuracy being over 94% and RBF network and
QDA obtained nearly 94% accuracies. Furthermore, MMDC reached nearly 93% accuracy.
Although the results were good, they did not managed to win SVM used in Joutsijoki and
Juhola (2013, 2011a,b); Joutsijoki (2012).
Our future research will concentrate on a larger, 50 species, dataset of benthic
macroinvertebrates.With this dataset SVM togetherwith differentmulti-class extensionwill
be tested. Also, other classification alternatives, employed in this research, will be applied to
the larger dataset. An interesting research topic is howdifferentmulti-class extensionswhich
are developed for SVM will work on other classification methods and with larger dataset.
This topic is an infrequently researched area. Furthermore, hybrid approaches Tulyakov et
al. (2008); Wan et al. (2012); Wozniak et al. (2014) for classification will be one interesting
research topic to be concerned in future.
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